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RAW SEQUENCE LISTING 
PATENT APPLICATION: US/09/715,24 9 

input. Sot : A:\31192 Seq . Listxnq.txt 
OutpuL set: N:\CRF3\12062000\I715249.raw 



DAT 13: 12/00/2000 
TIME r 14:51:42 



ENTERED 



-;U0> APPLICANT: NOVABI'TS AG 
VERES, GAB OR 

pippig, susanne 

TITLE OF INVENTION: selectable cell surface marker qenes 
Fill REFERENCE: 4-31192 
<140> CtSSREIIT APPLICATION NUMBER; US/09/715,249 
<L41> CURRENT FILING DATE : 2000-11-17 

PRIOR APPLICATION NUMBER : US 60/166554 
PRIOR PILING DATE: 1990 -11 -.19 
PRIOR APPLICATION NUMBER : US 09/539248 
PRIOR FILING DATE: 2000-03-30 
NUMBER OF SEQ ID NOS : 1.6 
SOITWARE: PatenLIn version 3,0 
<210> SEQ ID NO: .1 
<2.ll> LENGTH: 3 633 
<2.12> TYPE: DNA 
<213> ORGANISM; EG F R 
<4 0 0> SEQUENCE: 1 

atgcgacccL ccyggacggc cgyyyeagcy ctccl.ggcgc t.yctggctyc gotcLgcccy 
qcgagtcqcjg rLctggaqga aaagaaayt L t.qcf:aagyca cgayLaacaa gctcacgcag 
ttqqycactt ttgaeigatca tttLct.cnyc ctccagaqga ty.ttcaaV.aa etqtqaqqtq 
qtccLtqgqa attrgyaaat tacetatgty cagagyaatt atgatctttc ettettaaay 
aceatccayg aggtggctyg ttatgtcctc attgccctca acacagtgga qcgaattcct. 



<12U> 
<] 3 0> 



<150> 
<1 51> 
<150> 
<151> 

<170> 



t Lyyaaaacc 
q LcltaLcta 
cagyaaa tCC 
agcatccaqt 
oaqaacoacc 



tgcagatcat cayagyaaat. atq tac tang aaaattccta tqccLtagca 



actatgatgc aaataaaacc qyactgaaqq 

tqcatgycgc cgtycyyttc aycaacaacc 

qgcyggacat agtcagcagt gactttetca 

Lgygcagctg ccaaaagtgt gatccaagcL 

gytgcaqyay aggagaactg ccagaaactg accaaaatca 

qqqcgctgoc qlgqcaagtc ccccagtgac tqotgccaea 



aqctgcecat gayaaattta 
ctgccctyty caaeg tqgaq 
goaacatgte gatggacttc 
qt.cccaatqg gagcLgotyg 
tietytqccca gcagtgctcc 
a c c a g tq t go t g c a g g a t g c 



acayyecccc yggagagcga ctgeetyytc tyccycaaat. trcyagaoga ayccacytyc 

aaggacacct gccr.cccact catqetotao aacrccacca cqtaccaga t. ggat gtyaac 

cccyagqyca aatacagutt tgytyccacc Lycgtyaaga aqtgtccccg Laattatytg 

ytgacaqatc acgqctcyty cytccgaqcc tgtyygycoq acaqctatga gatqgaqgaa 

gacyycgtcc ycaagtgtaa yaaytycgaa yyyccttgcc gcaaagtgtg taacggaata 

gqr.a tt.ggtg aat.Ltaaaqa ctcactctcc atdaatgcta rgaaLaLtaa acaottcaaa 
aactqracct ccatcagtyg cgatetccac atcctqecgg 
ttracacata ctccLcctct gyatccacag gaactqgaLa 
atcaeaqgqt ttttgcrtgat tcagqcttgq cctqaaaaca 



gagaarclaq aaa Icatacg cyqcaygacc 
gtnaqcclqa acataacatc ctfgqqatta 
gtyataaLLL caygaaacaa aaaLttgtgc 
Lttgyqacct ocqgtcagaa aarraaaatt 
gccacagqcc aggtctgcca tgccttgtgc 



t.gyca LI: tag gggtigactcc 

ttctyaaaac cgtaaagyaa 

g g a c y g a c r : t c c a t y c c 1 1 1 

aagcaacaLg gtcagt.Lttc Lctlqcay Lc 

cgctcectoa aggagataaq LgaLyyagat 

Latyoaactta cadLaaacLy gaaaaaacty 

ataagcaaca gagqtqaaaa cagntycaaq 

tcccccgaqg gctgctyggg ccoggagccc 



agqgactqcg IcLctLgecg gaatgtcagc cqaggcaygg aatycqLgga caagtqcaag 
cttctggfigg gtyagccaag ggagtttyLg gayaactctg aqt.gcat.aca ytyceaceca 
yagtycctgc etcaggccat gaacatcacc tgcacaygac ggggaccaya caactgtatc 



60 
120 
130 
24 0 
300 
360 
4 20 
48 0 
54 0 
6 00 
660 
720 
780 
840 
900 
960 
102 0 
1080 
I 14 0 
1200 
126 0 
1320 
1380 
144 0 
1 300 
156 0 
1620 
168 0 
1740 
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RAW SEQUENCE LISTING 

PAT KMT APPLICATION: US/09/715,249 



DAIL: .12/06/2000 
\IMK: 14:51:42 



TnpuL Stit : A:\31192 Seg. Listing.txt 
output Sot: N:\CRF3\12062000\I715249.raw 



fc5 cagVgtgccr: ac Lacat t.qa cgqcccecac tyrgtcaaga cct.gcccggc agyagLcatg 1800 
87 gg a gaaaaca jracccl.gyt ctgyaagtac geayacgccg gccaigLgtg ceacctytgc I860 
89 catccaaact gcacctacgg atgcactqyy ccayqtctty aagge ty t cc aacgaatqyq 1920 
9.1 cctaayatcc cqteratcyc cactgggatg qtgggggccc tcctcttgct gctgqtgqtg 19 8 0 
93 yccctyygga tcgycctctt. catycgaayy ogccacatcy ttcyyaagcy cacycLycyg 2040 
95 agyctqcLqc aygayaggga gctt-gtgyay cctcttacac coagtyyaga ayctcccaac 2100 
97 cmaqctcLCt tyayqatctt gaagyaaact qaattcaaaa aqatcaaagt gct.gqgct.cc 2160 
99 yytqcqtt.cq gcacyyfgta tdjgy qactc tggatcccaq aaygtyaqaa ayttaaaatt 2220 
101 cccgtcgcta tcaagyaatt aayngaagca acatctccya aagccaacaa ggaaatcctc 2280 
103 gatqaagccL acgt.gaf.ggc cagcgtgyac aacccccacg tytgccgcct. gctgyycatc 2350 
105 tgeetcacct. ecaecyt.yea actcatcacy caqcLcatyC ecttcgycty cctectygac 2400 
107 tatytccggg aaeacauaya eaatattgyc tcccaqtacc tgctcaactg qtgtgtqcaq 2460 
109 atcgcaaaqg qcatgcjacta cttqgtjqgac cgtcgcrtyg tgcaccqcqa cetqgcagcc 2520 
111 ayyaacgtac tgqtgaaaac accgcagcat qt.caaqat.ca cayattttgg qct.qgccaaa 2580 
113 cLyctgygtg cygaayayaa agaataccat gcaqaaqgaq ycaaayt.gcc: tatcaaq Lgy 2640 
115 atqqcattqq aatcaatttt acacaqaatc tatacccacc agaqtgatqt ctqqaqctae 2700 
11"? ygqgtqaccg tttgg<jagt L yatyaccttl qgaT.ccaayc catatgacqg aatccctycc 2760 
119 agcgagar.ct. cct.ceatcct qgayaaayga gaacgcctcc ctcagccacc catatgtacc 2820 
12.1 atcgatgtct acatgatcat qgtcaaqrgo r.ggat.garay acgcagatag tcgcccaaaq 2880 
123 tLccgtgaqf. t.ya tea Lcya altcLccaaa atqycccyaq acccccaqcq ct.acctt.gtc 2 l J 4 0 
125 attcaqgyqg atyaaaqaat qcatttycca aqtcctacaq ar.:tccaactt ctaccgtgcc 3000 
127 ctgatggatg aagaagacat ggacgacyt.g gtqgatgccg acgagr.acct cat.cccacag 3060 
129 cagggctr.ct tcagcagccc ctncacytca cggactcccc tcotyayctc tcr.qaytyca 3120 
131 accagcaaca attccaccgt qgcLLgcatt. yatagaaaty ggctgcaaaq ctgtcccatc 3180 
133 aayqaayaca gcttcttgca gcgatacaqc tcagacccca caygcycctt qactqaqgac 3240 
135 aqcar.aga.cg acaccttcct rccayr.gcct gaatacataa accagt.ccgt tcceaaaagg 3300 
137 cccgctggct ctgtqcagaa trotgtct.at cacaatcagc ctctgaaccc cycqcccaqc 3360 
139 ayayacccac actacragga eccccacayc actycaqtyg gcaaccccga gtatctcaac 3420 
111 actytccagc ccacctgtgt caacaqcaca ttegacagcc ctqcccactg qgcccagaaa 3480 
143 ggcagccacc aaattagcct ggacaaccct gactaccayc agyacttctt tcccaaggaa 3 540 
145 gccaagccaa atggcatct.t Laayyqct.cc: aeayctgaaa atycagaata cctaaqgy t.c 3600 
147 gcgccacaaa gcaqtyaatt tattggaqca tga 3633 

150 <23.0> 3EQ TO NO: 2 

151 <211> LENGTH: 1210 

152 <212> TYPE: PRT 

153 <213> ORGANISM: EGFR 
155 <400> SEQUENCE : 2 

157 Het. Arg Pro Ser Gly iTir Ala Gly A .La Ala Leu Leu Ala Lfiu Leu Ala 

158 1 5 10 .15 

160 Ala Leu Cys Pro Ala Ser Arg Ala Leu Glu Glu Lys Lys val Cys Gin 

161 20 25 30 

163 Gly Thr Ser Asn Lys Leu ihr Gin Leu Gly Thr Phe Glu Asp His Phe 

164 3 5 40 45 

166 I.eu Ser i.eu Gin Arg Met phe Asn Asn cys Glu Val val Leu Gly Asn 

167 50 55 60 

169 Leu Glu lie Thr Tyr Val Gin Arg Asn Tyr Asp Leu Stir Phe Leu Lys 

170 65 70 75 80 

172 Thr lie Glu Glu Val. Ala Gly Tyr Val Leu Tl.a Ala Leu Asa Thr Val 

173 85 90 95 
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N:\CRF3\12 062000\I71524 9 .raw 



175 Glu Ary 'tie fro Leu Glu Asn Leu Glu He He Arg Gly Asn Met Tyr 

176 100 105 110 

17JJ Tyr iUu Asn Set* Tyr Ala leu Ala Val leu Ser Asa Tyr Asp Ala Asn 

H9 115 120 125 

.181 Lys Thr Gly Leu Lys Gin Leu Pro Met Ary Asn Leu Gin Glu He Leu 

1B2 150 135 140 

184 His Gly Ala Va 1 Arg Phe Ser Asa Asa Pro Ala Leu Cys Asa va 1 Glu 

If! 5 145 150 155 If'tO 

16~ ser He Cla Jrp Ary Asp He val ser Ser Asp Phe Leu Ser Asa Met 

188 165 17 0 17 5 

190 Ser Met Asp Phe Gin Asa His Leu Gly Set: Cys Glu Lys Cys Asp Pro 

191 180 185 lyo 

15 3 Ser Cys Pro Asn Gly Ser Cys Irp Gly Ala Gly Glu Glu Asn Cys Gin 
19-1 195 2U0 205 

190 Lys Leti Ihr Lys He He Cys Ala Gin Gin Cys Ser Gly Arg Cys Ary 
107 210 215 220 

199 Gly Lys Ser Pro Ser Asp Cys Cys His Asn Gin C/s Aid Ala Gly Cys 

200 225 230 235 240 
202 Thr Gly Pro Arg Glu Ser Asp Cys Leu Val Cys Ary Lys Phe Arg Asp 
20 3 24 5 25 0 255 

205 Glu Ala Thr Cys Lys Asp Ihr Cys Pro Pro Leu Met Leu Tyr Asn Pro 
20b 2b0 26 5 270 

20t? Thr Thr Tyr Gin Met Asp Val Asa Pro Glu Gly Lys Tyr Ser Phe Gly 
209 275 ' 280 " 285 

211 Ala Ihr Cys Val Lys Lys Cys Pro Arg Asn lyr Val Val Thr Asp His 

212 290 295 300 

21<1 Gly Ser Cys Val Arg Ala Cys Gly Ala Asp Ser Tyr Glu Met Glu GJu 
215 .105 310 315 320 

217 Asp Gly val Arg Lys Cys Lys Lys cys Glu Gly Pro cys Ary Lys val 

218 3 2 5 3 3 0 3 3 5 

220 Cys Asa Gly He Gly He Gly G.lu Pho Lys Asp Ser Leu Ser lie Asn 

221 340 345 350 

22 } Ala Thr Asa He Lys His Phe Lys Asn Cys Thr Ser He Ser Gly Asp 
224 355 * 360 365 

226 Leu His He Leu Pro Val Ala Phe Ary Gly Asp Ser Phe Thr His Thr 

227 370 375 380 

22 y Pro Pro Leu Asp Pro Gin Glu Leu Asp He Leu Lys Thr Val Lys Glu 
230 385 390 395 400 

232 Tie Thr Gly Phe Leu Leu He Gin Ala Trp Pro Glu Asn Arg Thr Asp 

233 405 410 415 

235 Leu His Ala Phe Glu Asn Leu Glu He He Ary Gly Arg thr Lys Gin 

236 420 425 430 

238 Ills Gly Gin Pho Ser Leu Ala Vul Vai Ser Leu Asn He Thr Ser Leu 

239 435 440 445 

241 Gly Leu Arg Ser Leu Lys Glu Tie Ser Asp Gly Asp Va.l lie Tie Ser 
24 2 4 50 4 55 4 60 

244 Gly Asn Lys Asn Leu Cys [yr Ala Asn Ihr He Asa Trp Lys Lys Leu 
24 5 465 470 4 7 5 480 

247 Phe Gly Thr Ser Gly Glu Lys Thr Lys He lie Ser Asa A.ry Gly G.lu 
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Input Set : A:\31192 Seq . Listing.txt 
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24 8 










485 










490 










49 5 




250 


Asn 


sol- 


Cys 


Lys 


Ala 


Thr 


Gly 


Gin 


Va 1 


Cys 


ills 


Ala 


Leu 


Cys 


Ser 


Pro 


251 








5 00 










5 05 










510 






25 3 


Glu 


ely 


Cys 


Trp 


Gly 


Pro 


Glu 


fro 


Arg 


Asp 


Cys 


Val 


ser 


Cys 


Arg 


Asn 


234 






515 










520 










525 








2 56 


Val 


Ser 


Arg 


Gly 


Arg 


Glu 


Cys 


Val 


Asp 


Lys 


Cys 


Asn 


Leu 


Lou 


Glu 


Gly 


257 




5 30 










53 5 










54 0 










259 




Pro 


Arg 


Glu 


Phe 


Val 


Glu 


Asn 


Ser 


Glu 


Cys 


He 


Gin 


cys 


His 


Pro 


260 






















55 5 










5 60 


262 


Glu 


cys 


Lf-Hl 


Pro 


Gin 


Ala 


MeL 


Asn 


lie 


Thr 


Cys 


Thr 


Gly 


Arg 


Gly 


Pro 


263 










565 










570 










575 




265 


Asp 


ASM 


Cys 


lie 


Gin 


Cys 


Ala 


His 


ryr 


Tie 


Asp 


Gly 


Pro 


His 


Cys 


Val 


266 








530 










585 










59 0 






2t>B 


Lys 


TUC 


Cys 


Pro 


Ala 


Gly 


Val 


Met 


Gly 


Glu 


Asn 


ASU 


Thr 


Leu 


Va 1 


Trp 


269 






595 










6 00 










605 








27] 


Lys 


ly r 


Aifi 


Asp 


Ala 


Gly 


N i s 


Val 


Cys 


His 


Leu 


Cys 


His 


Pro 


Asn 


Cys 


272 




610 










615 










620 










27 4 


Thr 


Tyr 


Gly 


Cys 


Thr 


Gly 


Pro 


Gly 


Leu 


Glu 


Gly 


Cys 


Pro 


Thr 


Asn 


Gly 


27 5 


625 










630 










63 5 










640 


277 


pro 


Lys 


He 


Pro 


Ser 


He 


Ala 


Thr 


Gly 


Met 


Val 


Gly 


Ala 


Leu 


Leu 


Leu 


2 78 










6 4 5 










650 










65 5 




280 


La u 


Leu 


va 1. 


val 


Ala 


Leu 


Gly 


lie 


Gly 


Leu 


Phe 


Her. 


Arg 


Arg 


Arg 


His 


28.1 








660 










665 










67 0 






28 3 


Lie 


Val 


Arq 


Lys 


Arg 


Thr 


Leu 


Arg 


Arg 


Leu 


Leu 


Gin 


Glu 


Arg 


Glu 


Leu 


284 






67 5 










680 










68 5 








286 


va 1 


Glu 


Pro 


Leu 


Thr 


Pro 


Ser 


Gly 


Gin 


Ala 


Pro 


Asn 


Gin 


Ala 


Leu 


Leu 


287 




69 0 










695 










70 0 










289 


Arg 


Tift 


Lei u 


Lys 


Glu 


Thr 


Gin 


Phe 


Lys 


Lys 


lie 


Lys 


Val 


Leu 


Gly 


Ser 


290 


705 










710 










715 










720 


292 


Gly 


Ala 


Plie 


Gly 


1 hr 


Val 


Tyr 


Lys 


Gly 


Leu 


Trp 


He 


Pro 


Glu 


Gly 


Glu 


29 3 










725 










730 










7 35 




295 


Lys 


Val 


Lys 


Tie 


Pro 


Val 


Ala 


He 


Lys 


Glu 


Leu 


Arg 


Gl u 


Ala 


Thr 


Ser 


296 








74 0 










745 










750 






2 98 


pro 


Lys 


Ala 


Asn 


Lys 


Glu 


lie 


Leu 


Asp 


Glu 


Ala 


Tyr 


Val 


Met 


Ala 


Ser 


299 






755 










760 










765 








301 


va ) 


Asp 


Asn 


Pro 


His 


Val 


Cys 


Arg 


Leu 


Leu 


Gly 


lie 


Cys 


Leu 


rhr 


Ser 


302 




770 










775 




















3 04 


rhr 


Vitl 


Gin 


Leu 


Tie 


Thr 


Glu 


Lou 


Met 


Pro 


Phe 


Giy 


Cys 


Leu 


Leu 


Asp 


J 05 












790 










79 5 










800 


3 07 


J.yr 


Val 


Arg 


Glu 


His 


Lys 


ASp 


Asn 


Tie 


Gly 


Ser 


Gin 


Tyr 


Leu 


Leu 


Asn 


308 










80 5 










810 










815 




310 


Trp 


Cys 


Val 


Gin 


Tie 


A! a 


Lys 


Gly 


Met 


Asn 


Tyr 


Leu 


GlU 


Asp 


Arg 


Arg 


J 11 








820 










825 










830 






313 


Leu 


Val 


His 


Arg 


Asp 


Leu 


Ala 


Ala 


Arg 


Asn 


Val 


Leu 


Val 


Lys 


Thr 


Pro 


3.1'] 






835 










840 










84 5 








316 


Gin 


His 


Val 


Lys 


Tie 


Thr 


Asp 


Phe 


Gly 


Leu 


Ala 


Lys 


Leu 


Leu 


Gly 


Ala 


317 














855 










B60 










319 


Glu 


Glu 


Lys 


Glu 


'Tyr 


Hi s 


Ala 


Glu 


Gly 


Gly 


Lys 


Val 


Pro 


He 


Lys 


Trp 


320 


865 










870 










875 










880 
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RAW SEQUENCE LISTING DAXU: 12/06/2000 

PATENT APPLICATION: US/09/7 15 , 24 9 TIME: 14:51:42 



inpuL Set : A:\31192 Seq . Listing, tatt 
Output Set: N:\CEF3\12062000\I715249.raw 



^ 2 2 


Met 


Ala 


Leu 


Clu 


Ser 


lie 


Leu 




Arq 


lie 


Tyr 


Thr 


His 


Gin 


se r 


Asp 


J23 










8 85 










890 










895 


32 5 


Val 


J rp 


Ser 


Tyr 


Gly 


Val 


Ihr 


Va.l 


rrp 


Glu 


Leu 


Het 


Thr 


Phe 


Gly 


Ser 










900 










905 










910 






32a 


Lys 


Pro 


Tyr 


Asp 


Gly 


lie 


Pro 


Alii 


Ser 


Glu 


He 


ser 


Ser 


He 


Leu 


Glu 


3 29 






915 










920 










9 25 








111 


Lys 


G.l / 


G lu 


Arq 


Leu 


Pro 


Gin 


Pro 


Pro 


lie 


Cys 


thr 


Lie 


Asp 


Val 


lyr 


332 




9 3 0 










935 










94 0 






13 4 


Met 


lie 


Met 


Va I 


Lys 


Cys 


Trp 


Met 


lie 


Asp 


Ala 


Asp 


Ser 


Arq 


Pro 


Lys 


J35 


945 










950 










955 










960 


337 


Phe 


Arq 


Clu 


Leu 


lie 


1 le 


Glu 


Phe 


Ser 


Lys 


Met 


Ala 


Arq 


Asp 


Pro 


Gin 


3 5 3 










965 










970 








975 




14 U 


Arq 


Tyr 


Leu 


Va 1. 


lie 


Gin 


Gly 


Asp 


CI U 


Arq 


net 


H is 


Leu 


Pro 


Ser 


Pro 



341 990 985 990 

313 Lhr Asp Ser Asn Phe Tyr Arq Ala Leu Met Asp Glu Glu Asp Met Asp 
^4 995 1000 ,1005 

346 Asp Val Val Asp Ala Asp Glu lyr Leu He Pro Gin Gin Gly Phe 

347 1010 1015 1020 

349 Phe Ser Ser Pro Ser Thr Ser Arg Thr Pro Leu Leu Ser Ser Leu 

350 1025 1030 1035 

352 Ser Ala Ihr Ser Asn Asn Ser Thr Val Ala Cys He Asp Arg Asn 

353 1040 1045 1050 

355 Gly Leu Gin Ser Cys Pro He Lys Glu Asp Ser Phe Leu Gin Arg 

356 1055 1060 1065 

158 Tyr Ser Ser Asp Pro Thr Gly Ala Leu Thr Glu Asp Ser lie Asp 
359 1070 1075 H)80 

361 Asp Thr Phe Leu Pro Val Pro Glu Tyr lie Asn Gin Ser Val Pro 

362 1085 1090 1095 

364 Lys Arg Pro Ala Gly Ser Val Gin Asn Pro Val Tyr His Asn Gin 

365 1100 1105 mo 

367 Pro Leu Asn Pro Ala Pro Ser Arg Asp Pro His Tyr Gin Asp Pro 
3t'8 1115 1120 1 i 25 

370 His Ser Thr Ala Val Gly Asn Pro Glu Tvr Leu Asn Thr Val. Gin 

371 1130 1135 .1140 

373 Pro Thr Cys Val Asn Ser lhr Phe Asp Ser Pro Ala His Trp Ala 

374 1 145 1.1 50 1155 

376 Gin Lys Gly Ser His Gin He Ser Leu Asp Asn Pro Asp Tyr Gin 

377 1160 1165 1170 

379 Gin Asp Phe Phe Pro Lys Glu Ala Lys Pro Asn Gly He Phe Lvs 

380 117 5 H80 .1105 

332 Gly Ser Thr Ala Glu Asn Ala Glu Tyr Leu Arg Val Ala Pro Gin 
38 3 J 190 1195 1200 

385 Ser Ser Glu Phe He Gly Ala 
386, 120 5 1210 

386 <210> sno ID NO: 3 
3 89 <211> LENGTH: 3.1. 
390 <212> TYPE: DNA 

3 91 <213> ORGANISM: primer 
3 93 <4 00> SEQUENCE: 3 
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